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RESEARCH INTEREST

I am interested in studying the conservation and variation of biological mechanisms and phenomena, with a
specific focus on the evolutionary history of sex determination and sex chromosomes. | hope to use genomic

techniques to deepen our understanding of the history and make a niche in this field.

RESEARCH EXPERIENCE

Masters Research

Utilizing multi-omic data to delve into the sexual development of a decapod crab, particularly in a conserved
group of transcription factors known as the Dmrt gene, a detailed phylogenetic and molecular evolutionary
study reveals two distinct groups of Dmrt genes in malacostracan crustaceans (crabs and crayfish). One
group exhibits a cryptic mutation while the other has undergone positive selection. These findings suggest

a unique evolutionary history and mechanism of transcriptional regulation of Dmrt genes in Malacostraca.

Worked closely with students in the lab, we investigate the sex determination mechanism and sex

chromosomes of the Chinese mitten crab, gradually unveiling the mystery underlying this species.

Works in the endocrine pathway and comparative transcriptomic analyses of another two crabs resulted in

the publication of two peer-reviewed papers.

TECHNICAL SKILLSET

Bioinformatics: Linux and Perl
R programming: Statistical analysis and data visualization

Molecular lab works: RNAi and RT-gPCR



English: IELTS score of 7 (out of 9)
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